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<110> APPLICANT: Kumar, Rajesh 
Sahni, Girish 
Roy, Chait 
Rajagopal, Kammara 
Nihalani, Deepak 
Sundaram, Vasudha 
Yadav, Mahavir 

<120> TITLE OF INVENTION: NOVEL CLOT- SPECIFIC STREPTOKINASE 
PROTEINS POSSESSING ALTERED PLASMINOGEN ACTIVATION 
CHARACTERISTICS AND A PROCESS FOR THE PREPARATION OF SAID 
PROTEIN 

<130> FILE REFERENCE: 07064-009002 

<140> CURRENT APPLICATION NUMBER: 09/940,235 

<141> CURRENT FILING DATE: 2002-04-09 

<150> PRIOR APPLICATION NUMBER: 09/471,349 

<151> PRIOR FILING DATE: 1999*12-23 

<150> PRIOR APPLICATION NUMBER: IN 3825/DEL/98 

<151> PRIOR FILING DATE: 1998-12-24 

<160> NUMBER OF SEQ ID NOS : 28 

<170> SOFTWARE: FastSEQ for Windows Version 4.0 
<210> SEQ ID NO: 1 
<211> LENGTH: 1245 
<212> TYPE: DNA 

Streptococcus equisimilis 



<213> ORGANISM: 
<220> FEATURE: ' 
<221> NAME/KEY: 
<222> LOCATION: 
<400> SEQUENCE: 



CDS 

(1). . .(1242) 
1 

att get gga cct gag tgg ctg eta gac cgt cca tct gtc aac aac age 4 8 

lie Ala Gly Pro Glu Trp Leu Leu Asp Arg Pro Ser Val Asn Asn Ser 

15 10 15 

caa tta gtt gtt age gtt get ggt act gtt gag ggg acg aat caa gac 96 

Gin Leu Val Val Ser Val Ala Gly Thr Val Glu Gly Thr Asn Gin Asp 

20 25 30 

att agt ctt aaa ttt ttt gaa ate gat eta aca tea cga cct get cat 14 4 

lie Ser Leu Lys Phe Phe Glu lie Asp Leu Thr Ser Arg Pro Ala His 

35 40 45 

gga gga aag aca gag caa ggc tta agt cca aaa tea aaa cca ttt get 192 

Gly Gly Lys Thr Glu Gin Gly Leu Ser Pro Lys Ser Lys Pro Phe Ala 

50 55 60 

act gat agt ggc gcg atg tea cat aaa ctt gag aaa get gac tta eta 240 

Thr Asp Ser Gly Ala Met Ser His Lys Leu Glu Lys Ala Asp Leu Leu 

65 70 75 80 
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Streptococcus equisimilis 
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<213> ORGANISM: 


Homo sapiens 
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